
	

 

 

 

 

Environ Health Perspect   
DOI: 10.1289/EHP347   
	

Note  to  readers  with disabilities:  EHP  strives to ensure that all journal content is accessible to all  

readers. However, some figures and Supplemental Material published in  EHP  articles may not conform to 

508 standards  due to the complexity of the information being presented. If you need assistance accessing 

journal  content,  please  contact  ehponline@niehs.nih.gov.  Our  staff  will  work  with  you to  assess  and  meet  

your accessibility needs within 3 working days.  

Supplemental Material  

Genome-Wide Association Study of Susceptibility to Particulate  

Matter-Associated QT Prolongation  

Rahul Gondalia, Christy L. Avery, Melanie D. Napier, Raúl Méndez-Giráldez, James D. Stewart, 

Colleen M. Sitlani, Yun Li, Kirk C. Wilhelmsen, Qing Duan, Jeffrey Roach, Kari E. North, 

Alexander P. Reiner, Zhu-Ming Zhang, Lesley F. Tinker, Jeff D. Yanosky, Duanping Liao, Eric 

A. Whitsel 

Table of Contents  

Table S1. Genotyping, quality control, imputation & analysis, by study / subpopulation  

Table S2. Sensitivity of the PM10 x SNP interaction  

Figure S1. Quantile-Quantile (QQ) plot of observed versus expected -log10  P-values of each 

SNP from the trans-ethnic, fixed-effects meta-analysis of the SNP x PM 10  interactions. Lambda 

is the genomic inflation factor.   

Figure S2.  A) Predicted mean (95% confidence interval) QT (ms) per unit increase in the coded 

allele (T) dosage of rs1619661 at PM10  concentrations dichotomized at ≤ and > the 50th  – 90 th  

percentiles (P50, P60, P70, P80, P90) and the 1987-2006 National Ambient Air Quality Standard 
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Figure S3. UCSC Genome Brower displaying rs1619661 (highlighted), associated SNPs 

(linkage disequilibrium ≥ 0.8), and tracks representing DNAse1 hypersensitivity and DNA 

methylation in cardiac tissues. 
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